Common prefixes and suffixes in Biology

e ad-: to, toward [A] EH
adhere #5fF adrenal & FARAY (renal 'EHY)
e aero-: air TF
aerobic HE (Y anaerobic TE R, KEMH
e ambi-, amphi-: both, on both sides
ambiguity FREEFEB] ., amphibian G147, amphipathic B3 M HY
e anti-: against XX, 1
antibody #1{&, antiviral 315EEAY, antifungal FTEERY, antioxidant HTE L5
e auto-:self HC
autotroph B F 447, autolysis B)A, autophagy ZARE & k&



——

* bacter-: bacterium =

bacteriophage & F {4, bactericide XE 7
* bio-: life, living £ fy &7

biology, biomass&¥J=, biodegradable ¥ oJ[&fERY, bioticE MR
e cata-: breakdown, downward

catalyst {15
* centr: center H[»

centriole HAI[ AT
* cerebr-: brain fix

cerebrum X
* eco-: environment, nature &£ 7%, IS

Ecology, ecosystem
* end-, endo-: inside, within [N

endotherm A;250%), endoplasmA /&, endocrineA43AlY, endocytosis &
* exo-: outside, external FpER

exoskeleton 9M &85, exocrine 98N ARY, exocytosis IMIt




* hetero-: different, other ANEIRY. H ALY

heterotroph FF 4%, heterozygous Z+5HY, heterogeneous F/EHAY, heterochromatin
FEER
* homo-: same, alike 8[E Ay, B
homogeneous [E] /&Ry, homologous[a]jE Ry, homozygousZi& Ry
* micro-: small 7J\g§
microorganism W 4E%. microscope B, microscopicHNLHY
* macro: large XK gY

macroscopic Z=XAY, macroalgae KHEUsEE
 photo-: light J¢

photosynthesis 5t51ER, photoreceptor 32K
* poly-: many %

polyploidy ZfZ{&, polypeptide Z AKX, polymer B &4, polyandry —Ilf 1
e fer-: bear, carry, produce /=, T K

fertilization 255



* thermo-: heat #

thermoregulation {&;21855. thermophilic B#Y, thermodynamics #\ /1=~

* trans-: across, beyond

= Y +77 £
ZFid, Bk

translocation S5\, transcription #53% (script-: write §) . transgenic # & & Y

* uni-: one EBE—
unicellular EEZHBEAY, u

* epi-: upon, over 7t... FH

epidermis 7. epigen

nisexual B2 M HY

etic F"BIRILZAY, epidemic JRITIH

* hyper-: over, above 13
hyperactive 13 E JAEKAY

g, fFE.z b
~ hypertension 51 [%, hyperthermia iT#

* hypo-: under, below 1§+, #..Z2 T

hypothermia 58, hyp

otension {KIM[£, hypoxia TR%E, hypodermic & THY

e di-: two, double —_ XX
diploid —{Z{&, Disaccharide —## (sacchar-: sugar ##)

e eu-: well, true ¥F

eukaryote E1Z £ 4]



inter-: between f£... 7 [g]
intercellular ZAfE gAY, interbreed Z2%% . interphase [8]HA

intra-: within 7Z£...[N

intracellular ZARE A AY, intravenous §2FkARY, intraspecific fIA A, intramolecular 4 F
NHY

* iso-: equal, same fHFHY, HEIM
isotope [E\LZ, isomer [E49) FHI{AK, isotonic Z5;5HY, isometric ZFEM
* mono-: one BE— —~
monomer E2{K monosaccharide E23E, monocot B FI{EY)
* multi-: many %
multicellular Z4AREAY, multiformZFEHY, multilateral L8
* geo-: land, earth
biogeochemical £ Ek{L F (Y, geography HbIE
* gymno-: naked

gymnosperm #1847 (angiosperm ¥ f1E47)



* hypl-: simple BB— * stom-: mouth [

haploid B{Z{K stomata S 7,
e kary-: cell nucleus * troph-: nourishment =
karyotype ZeEB{RZHEY  eukaryote E4% 4 autotroph B F4 %) trophic &5 HY
), prokaryote [R1Z4Y) ¢ zyg-: joined together Z5 &
 pan-: all £3f zygote 5
pandemic AR 1% e vas-:vessel & &
e path-: disease, suffering J& vascular tissue X 2H 2R

pathogen & B {&  pathology JEIE=
* phag-: eat 7,
phagocyte 71 4H i)
* pheno: show &7~
phenotype F=I} #Y
* phyl: related group 3
phylogeny RE & 4%

an



f—

-ase: enzyme [t
lactase ILAERE, protease EHME, lipase ASfLEE, DNAse DNAfE

-cide: killer, killing =
pesticide 2 H 7|, herbicide fREF bactericide RFE I, fungicide XEEF, insecticide
Za sl

-cyte: cell £ f8
leukocyte A, hepatocyte FFAHfE. erythrocyte 2T ZHfE, osteocyte & ZHAE

-gen: producer, origin f=4 . )R
pathogen JE[E{X  antigen /&, allergen 1388, mutagen 1523
-philia: love, attraction =% Ik 5|; -phobia: fear of &
hydrophilia, hydrophobia; hemophilia 1 & &, thermophilia E#  acrophobia &S iE
-plasm: formative substance JZ ¥ &
cytoplasm ZHBEl/E; nucleoplasm #% &z, protoplasm R4 i1, hyaloplasm i% BAJ&
-statis: standing still (7%, TRE
homeostasis /&K% hemostasis [F [




e -derm: skin, layer . =

epidermis X7, dermatology kRl endoderm NELZE
SRR

~ mesoderm FA/=. ectoderm
* -lysis: breakdown, destruction &, IR

hydrolysis 7K f#, glycolysis &% fi#
 -oma: tumor A4JE3

melanoma EBEEJE, fibroma 455
* -scope: instrument for viewing & & T

microscope & il5=

— 7 N

. endoscope N Ei$=, telescope EBixtE

* -nomy, nom-: ordered knowledge, law F115, &N

taxonomy 432K=2, nomenclature 5 %5 3£

e -elle: small /7]
organelle ZfE 28

* -phyte: plant £
bryophyte Z#£154), epiphyte fif 414, hydrophyte /KA 1B



Common words in biological abstract

* Indicating evidence or suggestion Z7~, 1B, B, B
suggest, propose, imply, indicate, hint, recommend, demonstrate, show, reveal,
exhibit, insinuate, infer, put forward, manifest, display, disclose, unveil, expose

e Clarifying or explaining f@F 7, HEBE7T, AT

elucidate, clarify, explain, illuminate, depict, outline, detail, characterize, specify,
define, delineate, interpret, decipher, elaborate

* Showing cause and effect &8, S|k, =mn, 2B
cause, lead to, result in, trigger, induce, outcome, consequence, affect,

influence, impact, alter, modify, contribute to, play a part in, aid, assist, shape,
give rise to, bring about



* Hindering or limiting PRl 7, PERS T

hinder, impede, obstruct, hamper, inhibit, prevent, stop, prohibit, preclude,
deter, limit, restrict, constrain

* Acknowledging or overlooking 71N (BFRM) . ZM

acknowledge, recognize, admit, overlook, miss, ignore, neglect, disregard, omit

e Evaluating or assessing 1¥{q, #I b

evaluate, assess, judge, appraise, measure, estimate, determine, scrutinize,
investigate, examine, consider

e Summarizing or concluding 518, 2%, &3

conclude, finish, end, summarize, deduce, derive, elicit, obtain
* Emphasizing 521
emphasize, highlight, stress, underscore, accentuate, spotlight, feature

 Comparing or contrasting XJtt,, #H&X

compare, contrast, differentiate, distinguish, separate



[1] Neurons in the brain seldom act alone; they are highly interconnected and often
fire together in a rhythmic or repetitive pattern. [2] One such pattern is the sharp-
wave ripple, in which a large group of neurons fire with extreme synchrony, then a
second large group of neurons does the same and so on, one after the other at a
particular tempo. [3] These ripples occur in a brain area called the hippocampus,
which is key to memory formation. The patterns are thought to facilitate
communication with the neocortex, where long-term memories are later stored. [4]
One clue to their function is that some of these ripples are accelerated re-runs of
brain-activity patterns that occurred during past events. [5] For example, when an
animal visits a particular spot in its cage, a specific group of neurons in the
hippocampus fires in unison, creating a neural representation of that location. [6]
Later, these same neurons might participate in sharp-wave ripples — as if they were
rapidly replaying snippets of that experience.



[1] An essential prerequisite for evolution by natural selection is variation among
individuals in traits that affect fitness. [2] The ability of a system to produce selectable
variation, known as evolvability, thus greatly affects the rate of evolution. [3] The immune
system belongs to the fastest evolving components in mammals, yet the sources of
variation in immune traits remain largely unknown. [4] Here, we show that an important
determinant of the immune system’s evolvability is its organisation into interacting
modules represented by different immune cell types. [5] By profiling immune cell
variation in bone marrow of 54 genetically diverse mouse strains from the Collaborative
Cross, we found that variation in immune cell frequencies is polygenic and that many
associated genes are involved in homeostatic balance through cell-intrinsic functions of

proliferation, migration and cell death.



[6] However, we also found genes associated with the frequency of a particular cell
type, which are expressed in a different cell type, exerting their effect in what we
term cyto-trans. [7] Vertebrate evolutionary record shows that genes associated in
cyto-trans have faced weaker negative selection, thus increasing the robustness
and hence evolvability of the immune system. This phenomenon is similarly
observable in human blood. [8] Our findings suggest that interactions between
different components of the immune system provide a phenotypic space where
mutations can produce variation without much detriment, underscoring the role of

modularity in the evolution of complex systems.



[1] Alterations of bases in DNA constitute a major source of genomic instability. It
is believed that base alterations trigger base excision repair (BER), generating
DNA repair intermediates interfering with DNA replication. [2] Here, we show that
genomic uracil, a common type of base alteration, induces DNA replication stress
(RS) without being processed by BER. [3] In the absence of uracil DNA
glycosylase (UNG), genomic uracil accumulates to high levels, DNA replication
forks slow down, and PrimPol-mediated repriming is enhanced, generating single-
stranded gaps in nascent DNA. [4] ATR inhibition in UNG-deficient cells blocks the
repair of uracil-induced gaps, increasing replication fork collapse and cell death.
[5] Notably, a subset of cancer cells upregulates UNG2 to suppress genomic uracil
and limit RS, and these cancer cells are hypersensitive to co-treatment with ATR
iInhibitors and drugs increasing genomic uracil. [6] These results reveal
unprocessed genomic uracil as an unexpected source of RS and a targetable
vulnerability of cancer cells.



[1] Threatened species are by definition species that are in need of
assistance. In the absence of suitable conservation interventions, they are
likely to disappear soon. [2] There is limited understanding of how and
where conservation interventions are applied globally, or how well they work.
[3] Here, using information from the International Union for Conservation of
Nature Red List and other global databases, we find that for species at risk
from three of the biggest drivers of biodiversity loss—habitat loss,
overexploitation for international trade and invasive species—many appear

to lack the appropriate types of conservation interventions.



[4] Indeed, although there has been substantial recent expansion of the protected
area network, we still find that 91% of threatened species have insufficient
representation of their habitats within protected areas. [5] Conservation
interventions are not implemented uniformly across different taxa and regions and,
even when present, have infrequently led to substantial improvements in the status
of species. [6] For 58% of the world’s threatened terrestrial species, we find
conservation interventions to be notably insufficient or absent. [7] We cannot
determine whether such species are truly neglected, or whether efforts to recover
them are not included in major conservation databases. [8] If they are indeed
neglected, the outlook for many of the world’s threatened species is grim without

more and better targeted action.



